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Abstract : Objective 'To study the expression of miR-92a in the serum of patients with gastric adenocarci-
noma and its relationship with clinical pathological characteristics and the non-progression survival of pa-
tients with gastric adenocarcinoma. Methods Real-time quantitative polymerase chain reaction ( RT-qPCR)
was carried out on serum samples from 87 patients with gastric adenocarcinoma and 78 healthy controls. The
expression level of miR-92a was detected,and the relationship between miR-92a expression level and the clin-
ical pathological characteristics of gastric adenocarcinoma and the non-progressive survival of patients with
gastric adenocarcinoma was analyzed. Results The expression level of miR-92a in serum of gastric adenocar-
cinoma patients was significantly higher than that of healthy controls (= 19.720,P<0. 001 ). The expression
levels of miR-92a were not different in gender, age, tumor location, tumor size and differentiation degree,
while were different in the depth of invasion,lymph node metastasis, distant metastasis and clinical stage. Ka-

plan-Meier survival analysis showed that the median progression free survival ( PFS) of gastric adenocarcino-
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ma patients with high expression of mir-92a ( 15 months) was lower than that of gastric cancer patients with

low expression of mir-92a (23 months) ,and there was significant difference in the survival curve between

the two groups (X>=9. 06,P<0. 001). The risk of death in the high expression group was 1. 97 times higher

than that in the low expression group (HR=1.97,P<0.05). Conclusion Serum miR-92a showed elevated ex-

pression in the serum of patients with gastric adenocarcinoma,which was closely related to the non-progres-

sive survival of patients with gastric adenocarcinoma.
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