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# E H T FEALF DCC A HER-2 mRNA #93 FK-F 5 BB A £ KRN R %A 20 X
A, il RES2HABEEEZNTBRALAREFEFMEL, A RT-PCR 4 7 F4m i + DCC mRNA 5 HER-
2 mRNA 935 KB, oM AL BRA AL AR B XE, &5 ¥ &4 DCC mRNA HER-2 mRNA #
5 84.6% 28.84% , B LA 69 DCC mRNA 3 F K -F 9 A& T & 45 24 1 1 % ; DCC mRNA
ENL VR EHEGHEFRFAZKT IR IR HoE T 24T &EH DCC mRNA # ZK-FRZFH T
(ARG ((P<0.05), #ELHMAREH ) HER-2 mRNA # FZK-FARFH THRELEHB A E;
HER-2 mRNA ZRALH R A EZGHFIRTFARE TRLRERLEL( P<0.05) . 858 FReZias
##% 5 HER-2 #= DCC 9 &2 F 48X, DCC & HER-2 A& B B AA0 M xF B & 09 8 B 08 77 R TG $4E& RIR 348 .
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The preliminary study of the expression level of DCC mRNA and HER-2 mRNA
in human gastric cancer tissue

ZHANG Yue ,ZHAI Ke LI Rui ,WANG Hong
( Yanzhou Peoples Hospital ,Yanzhou Hospital District of Affiliated Hospital
of Jining Medical University , Jining 272100, China)

Abstract: Objective To detect the transcriptional level of DCC mRNA and HER-2 mRNA in gastric cancer
tissue and investigate its relation with the clinical pathological features. Methods RT-PCR method was used
to detect the transcriptional level of DCC mRNA and HER-2 mRNA in 52 cases of human gastric carcinoma
tissues and surrounding non-tumor gastric tissues. And the transcriptional levels of DCC mRNA and HER-2
mRNA was analyzed with gastric cancer occurrence, development and metastasis. Results The expression
rate of DCC mRNA and HER-2 mRNA were 84. 6% and 28. 84% in gastric cancer tissues respectively. The
transcriptional level of DCC mRNA in patients of lymph node positive metastasis was significantly lower than
that of lymph node negative metastasis. The transcriptional level of DCC mRNA in stage Il ~ [V patients was
significantly lower than patients with stage [ ~ II. The transcriptional level of DCC mRNA in patients of
high-differentiated and middle-differentiated gastric carcinoma was significantly higher than that of poor-dif-
ferentiated (non-differentiated) group (P <0.05). However, it was significant difference that the transcrip-
tional level of HER-2 mRNA in patients of different groups in lymph node metastasis status and the degree of
invasion, with statistical significance (P < 0. 05). Conclusion The invasion and metastasis of gastric cancer
are closely related to the expression of HER-2 and DCC. DCC and HER-2 gene combined detection are useful
prognostic factors in patients with gastric carcinoma.
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B LR R 2 —, R RN 4
fr ST RES 2 At . BT AL RS N AE
R LSRG I B AN A I R A, BE WS
SRV LA S S a IR SR SRR NN 2
KH T2k 2(HER-2) 409 55 PR 45 1 9 dke 5 ik
(deleted colorectal carcinoma, DCC) 4, HAI A
P DCC B Fe K i I 5 7, & — A5 S 1%
SRR HRTOTE I, DCC 3 PR 16 25 1 1 i 25
B SN TR WA ¥ 7S R R (= R SRS
TEBLA A AR E . HER-2 JE R & 3% j A K 32
PR GL, FEI Rk R R R, B
L2 R 2 LR B R, W
LI B R AR L R R T AR O P A AR SCF ST
T H RS 57 IE W 4 40% DCC ¢ HER-2 mRNA
R SRR, I 5 S I R s BRARAALE A T R DG
I3

1 #ZRETE

11—

PEHC 2016 4= 1 H 2 2016 4F 6 J] I[a] T 11 7R
B IPIRE BEBE B T TR M XN RS B 8 W AR
HOIZWIRiS I B R, 28 52 ] P ARl Oy 32
~79 % Hih 34 =60 %7 26 5], <60 % 26 fil; &
18 f41], 55 34 {51, TNM 4332 UL (18 9 i DK 52 Bk 4
) (2013 4F 55 2 ) - 139 12 451, 11 193 6 431 | I 494
22 5] IV 391 12 o], n A B B 05 A R S A 4R
Jei 55 2 2L BUHE b JRg 3 2% Sem DL E 9 4 2HBR AR B
Akt g HoOmFE SRR 4L, B b A B i A H
Ha B A -80°C UKFHIRAT
1.2 F*
1.2.1 % RNA 2G5 &0 F OMEGA 4%
A1 i B A T A TRy A FRA R &
Wi 5 PCR ) &6 3 52 Promega 24 ] ; Ex Taq
fif§ N BfF 7 2% % . ANTPMix . Nuclease-Free Water
DI2000 DNA Marker ,pMD19-T # {452 A= 4 T 72
(Ki#) A RAF .
1.2.2 5\t Aa s 4 DCC & HER-2 J
mRNA J¥%)), # A4 Primer BLAST (NCBI) 1%
1 PCR 2% F : DCC mRNA |84 5 -CACT-
GCGCTTCCTCTCAGAA-3’ | 5|4 5° -CTGGCT-
TGTGGTGTCTGGAA3 *, 4 1 B B i K JiE %
215bp; HER-2 mRNA 5| ¥ FF41k 5° -GCCCT-
CATCCACCATAACAC-3’ , Fial W F 5l % 5°-

TTCCTCCACGCACTCCTG-3" , ¥ 14 B B (i K i Hy
234bp ; N 2 H i -3 -5 R 1 %0 ( GAPDH) 514
Sk, BB 5° -CCACCCATGGCAAAT-
TCCATGGCA-3" , Fii#5]4 5’ -TCTAGACGGCAG-
GTCAGGTCCAC-3" , § 4 F B4 i 589bp.,
1.2.3 RT-PCR % HEBUFRA S RNA, & A oD-
NA; PCR JZ J¥ & % 7 10 x Buffer 2. 5pl, ANTP
2.0pl, B4 0. 5ul, FiEs |9 0. 5ul, ExTaq fiff
0.125ul,cDNA #i#g 3pl, Nuclease-Free Water 3¢ %%
% 2515 PCR J2 % 4514 4 95°C FiZE 4% Smin, DCC
(94°C 30s,54°C 30s,72°C 90s) x 32 AME¥f,72°C
ZL4EfH 10min; HER-2: (94°C 30s,66°C 30s,72%C
45s) x 32 AMEH,72°C L LM 10min,
1.2.4 BifgWEsERC Tk % PCR =Y k17 S BE
BEICHLTK , 52002 S OSSO ¢ H Y 2507, BEIRC I
BI AT B 3 B o
1.3 DCC % HER-2 mRNA 4-#7
1.3.1  SRJHEER S 50 W7 81 AlphaView-SA %t
EUGHEAT o prab 3 430045 2 H (9 3£ Fl GAPDH
B BE A, BR T 5%, 19 2V E(E AR e #
R FNA RS 51T H 3L mRNA &, B
S mRNA & & = (H By GO % B H)/
(GAPDH ¥t FE(H)
1.3.2 JEREME i Rk B B B9 5L 31
715 Mark AHXS A I — ke, R Z R
PERIE
1.4 %it%5 %

K H SPSS20. 0 Bt #4#E4 7 4% At
2 SR

2.1 AMARP LR

H [ I UL, 76 215bp .234bp i1 589bp 4b 4% 55
HLUK 571, 25 RS2 DCC  HER Fi1 GAPDH $£[H
WE1.2,

7 :M,DI2000 DNA Marker;1,3,5: M /54847
2.,4.6: 5% Fm R
A 1 DCC mRNA RT-PCR ¥ 3% /= 4 55 Jig b 4% i o2, ok
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7E:M:DIL2000 DNA Marker;1,3,5; if /5 20 4% ;
2,4,6: % F AR
B 2 HER-2 mRNA RT-PCR 33§ /= 4 3% IS #5500k

2.2 SR e g 9% 48 2% DCC mRNA & HER-2
mRNA 4§ %X

WIE T B R SOE s A b Rk 2= R A ST
Y (P<0.05), .3 1;DCC mRNA HER-2 mR-
NA 1 BV K43 112 0. 555 +0. 087 ,0.

950 +0.025,
2.3 FmmF DCC mRNA 5 HER-2mRNA #9
3 FOKF 56 R R B AFAE R X £

] — & LLIE# 41404 DCC mRNA ik &
1 1,3 FERI4L1 e DCC mRNA X6k i, i
W2,

1 BRALKEFHELF DCC mRNA,
HER-2 mRNA #4 A tb4k

DCC mRNA gt & HER2mRNA g &

fa M| /% ik M /%

HRgar 52 44 8 84.6 15 37 28.84

My 52 52 0 100.0 0 52 0
X 6.635 -
P 0.006 0.000

%2 BEALRF DCC mRNA & HER-2mRNA Fik 56 Rom B AFAERG % 2 (X £5)

6 JR % 3 F A n DCC mRNA #gx+4-% P HER-2mRNA 3 &% % t P
A
B 34 0.79 +0.12 0.98 + 0.05
2.746 0.089 1.894 0.131
'S 18 0.81 + 0.10 0.91 +0.04
F
<60 % 26 0.75 = 0.15 0.98 + 0.06
=60 ¥ 26 0.84 + 0.09 0.891 0.636 0.90 + 0.04 1.922°0.127
SACHE
& + 4L 24 1.05 + 0.10 , 0.82+ 0.11
7.281 .017* 2.315  0.082
&1L + R o1k 28 0.58 +0.05 0.017 1.01 = 0.09
S 22 54
I+1 18 1.21 = 0.11 . 0.84 +0.12
m+1 34 0.57 £0.08 8.150 0.001 1.08 +0.10 2.6610.056
LA I
£ 22 1.07 + 0.10 0.79 +0.05
6.492 016" 5.638  0.005*
H 30 0.59 + 0.08 0.016 1.07 +0.07 0.005
FEZ A
H 32 0.78 + 0.10 1.04 + 0.06
.73 . . .001*
x 20 0.85 + 0.13 0.739 0.501 0.58 + 0.04 11.049°0.001
i:*P<0.05
. NG N 7 )]
3 i REA LA . DCC JENTESE | 1 i 98 40 i v
JTE

Castets 25 W52 & B DCC 2K (Tl 15 T
S TSR R 5 | R S R 1 K TR, DT
B FRT RS PREAE A AR . Melen 251 BF 5 1]
DCC % FTER ARG Z B PR B BAT V5 S 40 i 1
({45 , AR AEBC A Netorin-1 77 7ERT, DCC 2 4 1] H.
AR T E AL W05 DCC S R B sk, A AES
fih DCC 25 11, I A R4 fh % AR B T, 20 i A T

FIR TR, LR T 1 LR 2 R AL
(LR B A HRE R, RS B R 414
Hi PCR PB4 88 DCC 3L R SR ) e 2k 2%
HA29% ) RN KB DCC 3 [ 78 7L
FEALSU R I B PE Fe 35 5y 38. 2% , T 7EAS I [ 4%
R FUR I L P B A R N 23.3% ik
DCC HE[H 2 3 F 18 5 FL IR 19 % 2 R 28 5%
A SCHEHLB R 52 1) B i 5 f, DCC mRNA £ 1
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RAIETRA LT Ny 84. 6% |, IFH L H 100% , iF
HWHAW R &S T HEAL( P<0.05), 5 LRk
EHAR—F, W B EIE RGP T DCC
R FRIR G

Jiis & Rl HER-2 3 ik JE PR 1 5 0 Rk, dl
b WA 5 i T R 2 M 5 L g4k L
I R R4 DB 7l /| BTN o N A e S 2
G R FEFURR S B S i 4
U PRI Y HER-2 IR 5 B 3k . AR SCsh
7% HER-2 mRNA 7E 52 f4i] 15 Ji 28 27 Ji g 20 2K
3 28.8% , 5 iR A S A~ UL
BT Lt R v B0 T HER-2 JE R 3o i 323, i
RT-PCR (Rl 5 a4 v 1 8 PRUR D /g P2, A
B BRI W AR A

DCC JE[A mRNA Tk 24554 7% B R 1 4% Sk
- B S AT b O 45 5% # B, HER-2 £E ) mRNA
FEAT IR LS5 55 85 12 i 0 R 15 iR 4l 2 P i I oK
Fm T IO B G 7 78 SRR 45 4R HER-2
FE mRNA #1235 5 DCC £ mRNA ()% i
TR REAEHE T g A M A IR AL RS . TNM. 3
99ey T3 IV 39915 98 8 4 DCC 2 mRNA #% 53
AR BAR T T IR (P <0.005) . 7RI
I (RAr4k) H i i DCC JE [ mRNA il #% 5%
KEHBMR TR EmEHE(P<
0.05) , 1 HER-2 B[ mRNA K35 JoAH A%, $27R
Bifi 2 e o3 AR BE B AIG L 43 BBk g, DCC A mR-
NA R T REB R, FRATHEN , HER-2 i3 %5
£ DCC mRNA FR3k T a2 B R W PE AR B 3 e i b
R, AP A IR A TR — 2B BT 5 R, 35
DCC JERTEA M iy R385, A AT s il B 9 55
BITIIRIEZ —o AJRLR) HER-2 Mg IR T
BT IR M LR . Bk, DCC )z HER-2
XU PRI A6 U7 ' i v RIS, ] Ly 8 o 1) i
BRI S it 8 2.
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