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The genetics of bipolar disorder
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Abstract : Bipolar disorder is also known as mood disorders and the pathogenesis is unclear until now.
Family and twin studies have confirmed the genetics of bipolar disorder. Although the researchers have dis-
covered some related chromosomal regions and specific genes,they have not confirmed the relationship be-
tween the involvement of any specific gene or sequence variant and the bipolar disorder. The scholars both at
home and abroad still needs a lot of studies to explore the genetics of bipolar disorder. We review the re-

search status of the genetic of bipolar disorder in this paper.
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