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Association of MTHFR C677T polymorphism with age at onset
of schizophrenia and therapeutic effects of antipsychotics

ZHANG Yan-ling, ZHANG Yan-ying , YUE Wei-hua
(Peking University Institute of Mental Health, Beijing 100191, China)

Abstract: Objective To explore the association of methylenetetrahydrofolate reductase(MTHFR)C677T polymor-
phism with the age at onset of schizophrenia or the therapeutic effects of antipsychotics. Methods We defined the
age at onset of schizophrenia as the age of first episode of psychiatric symptoms according to participants medical
record. The main efficacy assessment was evaluated by brief psychiatric rating scale(BPRS) . Results The MTH-
FR C677T polymorphism significantly affected age at onset of schizophrenia in a dose-dependent manner (ANOVA,
P=0.039) ,the average onset of schizophrenia was earlier in subjects with TT genotype than subjects with CC
genotype. The average onset of schizophrenia was later in women than men( P=0.004) . Further analysis demon-
strate that C677T polymorphism affected age at onset of schizophrenia only in women( P=0.013;Plog rank = 0.
023) . There was no significant association between MTHFR C677T polymorphism and BPRS reduced rate. Conclu-
sion The MTHFR C677T polymorphism was associated with age at onset of schizophrenia but not with therapeu-
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tic effects of antipsychotics.
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